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Generation and Identification of Expressed Sequence Tags
from Schistosoma japonicum

WU Zhong-dao, YU Xin-bing, LI Yan, ZHENG Yi-nan, LI Hui-ting, ZHOU Jun-mei

(Department of Parasitology, Sun Yat-sen University of Medical Sciences, Guangzhou 510089, China)

Abstract: [Objective] To establish large-scale sequencing system for expressed genes of S. japonicum (S
j). IMethods) The cDNA clones were selected randomly from S j ¢cDNA library, and the insert fragments were
amplified by PCR. The expressed sequence tags (ESTs) were obtained by PCR directed sequencing from 5" end
of the partial sequence, then the ESTs were compared with all sequences in WHO Schistosoma GenBank data
bases. The ESTs were submitted to NCBI dbEST for obtaining accession numbers. [Results) 160 recombinant
clones were picked from the cDNA, and the inserts of cDNA were identified by PCR. 126 ESTs were generated
by PCR directed sequencing. 10 ESTs belonged to “identified genes of Schistosoma” for they matched with
Schistosome sequences in the databases, among them, 3 ESTS contain full cDNA sequences with ORF. [Con-
clusion] The system for large scale sequencing of Chinese strain Schistasoma japonicum is successfully estab-
lished and provides the basis for further study related to S j expressed genes.
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